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TOP3Bcc detection by RADAR Assay
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TOP3B is recruited to R-loop and can cleave the unpaired DNA strand of R-loops
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TOP3B-helicase coupling resolves R-loops??
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DDX5/ DDX6 but not senetaxin (SETX) are epistatic with TOP3B to resolve R-loops
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Conclusions

<+ TOP3BKO cells have increased R-loops and ectopic expression of TOP3B resolves R-loops

<+ TOP3B is recruited to R-loops
<+ TOP3B cleaves the single-stranded DNA segment of R-loops by forming TOP3Bcc
< We propose thatTOP3B resolves R-loops in coordination with the DEAD-box helicases DDX5 and DDX6



